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The use of a polymerase with an unexpectedly high error rate during cloning of murine IRAK-M resulted in 11 base

errors causing 8 amino acid changes in the sequence we published.

We have corrected the sequence errors in the databases.

To our knowledge there are no functional consequences: The correct murine IRAK-M behaves like the wrong one

we originally published in an NF-jB reporter gene assay (signal transduction) and in an in vitro kinase assay

(autophosphorylation).
We apologize for the errors in our original report, and we thank Dr. M. Hardy, Trinity College, Dublin, Ireland, for

drawing our attention to the mistakes.
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